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CAOTCAGAAACCCATCAfflXATGGAACTCCCrWC^CACTCAOT 

HELP FVTHLFLPLVTLT 

CCTCTCTCCTCa 



CCATXCAC7CTCTTACA>C ATGTTOGCCCTGGACACC »T«^TCCTGCTCG(yrCCCCCCTCCCATCOCCCT 
GYSVLOHVGGGORWMLVCAFWQGP 

TGAC«GACCaiAC«ra^GTT7ATCGCTCrctt 

SGDRRGOVY R C PVCGAHNAFCAKG 

C ACTTAGCTTiACT ACCAACTGGGAAATTC ATCTCAT CC T G C 11* ri ^ TATGCACCTGGGGATGT C K I M 1 A 

HLCQYOLGKS5HPAVNHHLGHSLL 

r^CACA^TCiGTCATCGCC^ATTCATCGC CTtTTCCC CL 1 1 Kill 1 1 R IT OC TTGTGGCAOC ICTOlCllV. 
ETDGDGGFHACAPIWSRACC5SVF 

ACTTCTCCCATATCTGtCCCTGTC^GCTTCAmCAC^ 

3 S C I C A R VOASrOPOGSLAgT A Q R 



CATCCTCCTCACAGCATTOTCCTGCCTCCATGCCACATKCCrCK 

H PAQR1AAA5HPHAL5 YfG R 3 V D G 



CGCCTAGATCTC^TGGAGATWTCTttnTGATCTTXCT 

RLDLDGDDLVDVAVGAQGAAI LLS 



TOCCCAACATACATGGATCrrT^CAT^CTCTTCGATGtXrrCCAA 

CPTYKDVVIV1DGSWSIYPWSEV0 

ACCTT C CT AC GAAGACT GG TAGGGAAAC TCTTT ATT GACCCAGAACAGAT ACAGGTGCCACTtSGT AUtGTAT 
TrLBRLVGKLriDPtOIOVCLVgy 

GGGGACAGCCCTCTACATGAGTGGTCC CTGGXMGATTTCCCAACCAACGAACAACTGCTGAGAGCAJJCAAAG 
GESPVHEWS LGOrRTKEEVVRAAK 

AACCTC AGTCGGC GGGAGGGACGAGAAAC AAAGACTGCCCAAGCAAT AATGGTGGCCTGiCACAGAAGGGTTC 
»l-5 RREGRETKTAOAIHVACTEGf 
* 

AGTCACTtCCATGCCG^CGAeCCCAGGeTGCCAGGCTAC 

3QSKGGRFEAARLLVVVTDGC3HD 
GCAGAOaGCmCTGCAGCACTAAAGGCCTGTCaGCCTGGAAa 

CC ELPAALKAC EAGRVfRYGIAVL 
GGTCAXTACCTCXGaXGCAGCCACATCCCAGCTT^TTCC^^ 

CHYLRRQIl DPJ3rLRElRTIA3DP 
CATWOCGATTCTTCnCAATCKACAGATCAGGCTGCTCTG^ 

DERTrrHVT deaaltdivdalgor 
* . 

ATTTT lOGCLI HJU G GGjXCCAl 
I T G L E G 



ATCTCTCAGATTGGTTTC 



HA EMESSFGLEHSQIGF 



TCCACTCATC GOC T AAAGGATGGGA 1 1L1 1 1 1 IU»i» ATCCTCGGGCCCTATGA L l U » UGA G ULlllUIl»LI A 
STHRLKDCI LFCHVGAYDWGG3VL 

TGGCTTGAAGGAGGCCACC GCCTTTTC CCCC CACGAATGGCACTCGAAGACGAGTTCCCCCCTGCAC TGCAG 
VLCCGHRLF PFSHALEDErPFALQ 

AAC CATGCAOCCT ACCTGGGTT A C 1L1M IlLlI C CATGCTITTGCGGGGTGCACGCC U.L IU 1 1 J lll TCT 
NMAAYLGYSVS SHLLRCGRKLFL S 

GQ ^ I l U lL* mACjgATfra r *AAA G TO^ 

GAPRFRHRGKV IAFOLKKDGAVRV 
CCCCACAaCTCCACCGCCJ^GCACATTQGTTCATACTTTG^ 

AOStQCEOJ CSYFCSEtCPLDTOR 
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GtTTATGTGT ATCTGGT AGCC CAK AGTCCTTGCTG ACC CTCCAAGGAACACTTCAGCCAGAACCCCCCCAG HS6 

VYVYLVGQQ5LLTL0GTL0PBPPO. »3 

GAT CC T CGC 1 1 ll^ GCTTTGCCATGGGA GC TC TT C CTGATCTGAACCAAGATG C T'1 1 T CC I GA TGTGCCTGTG 1728 

D A R F GFAHCALPDL HQDGFADVAV 547 



TCCCCGCCCATT<mXATCTXyCCCCA7CACTCGAGGTGACCCCACAGCCCATW 
5RPlVHLTPStEVTPQAI5VVORD 

TGTAGGCCKGAGGtCAAGAAGXlAGTCTCrcTCACTGCACCCC^ 

CRRRGQEAVCLTAALC FQVTS RT P 
GCTCGCTGCGATCACCAATTCTACATGAGCTrcACCGCATCACT 

GRVDHQrYHItrTASLOEHTAGARA 



GCATTTGATGGCTtTGGCCAiyuXTTCTCCCCTCGCAGCCTCCCGCTCAG^ 

AF0CSGQRL3FRRLRLSVGNVTCE 
# 

CAf^rACACTTCCATCTGCTGGATACATjCAGATTACCTCCGGCCAGTGGCCTTGACTCT 
QLHrHVLOTSDYLRPVALTVTrAL 

GAC AAT ACT AC AAAGCCAGGGCC TCTGCTGAATGAGGGCTC AC CC ACC TC T ATAC AAAAGCTGGTCC C C TT C 
DHTTKPGPVLHEGSPTS I C K t V F r 

TCAAAGGATTGTGGCCC TGAC AATGAATGTGTC AC AGACCTGGTGCTTC AAGTGAHT ATGG AC ATCAGAGGC 
5KDCGPD»ECVTDLVLQV»iWD IRG 

TC CAGGAAGC^CCCATTTCTGGTTCGAGGTGQC CGGCGGAAAGTGCTGGTATC T A C AAC TCTGGAGAACAGA 
S RXAPTVV RGGRRKVLVST T L E W R 

AAC«CAAAATGCTTACAATACGAGCCTGACTATCATCTTCTCTAGAAACCTC C AC C TGCCCAGT CTCACTCCT 
KCNAYPTSLSI IFSRMLI1LASLTP 
* 

CAGAC^GAGAaCCAATAAAGCTtaUATCT«CGCCCCT^ 

QRESP I KVCCAAPSAHARLCSVGK 

C ClG l L lTCCAJOCTGattCCAAGGTGACLI 1 lLl U. lAGAGTTTGACTnACCTCCTCCTCTCTttTClA« 
PVFQTGAKVTrt.LEFEFSCSSI.LS 

eJ CCT CTTT GG« ACCTCACTGY:CAGa>CT^^ 

QVFGKLTA55D S LERHGT LQCNTA 

* — — — 
C ACaCCTCAGCCTACATCCAATATCAGCCCCAJC C IL Cl ti UCr il ACTGAGTCTACCCTCCACCGCTATGAG 
OT3AYIQYEPH L LFS5E3TLHRYE 

GTrCACCC>TATGGGACCCTCCCAGTG U;it.C lbG CCCAj^TTCAAAACCACrCTCAGCCnCAGAACCTA 
VHFYGTLPVGPGPEFKTT LRVQKt 

CCCTGCT A TCT CC T C AGTGGCCTCATXATCTCA IJLLL T C CTT C CAGCTOTGCCCO^TGGGGCCAATTACTTC 
GCYVVSGL1 ISALLPAVAHGGNTF 

CTATCACTCTCTtAACTCATCACTAACAATGCAAOrr^ 

LSL50VITKHASC 1VQHLTEPPGP 

* 

C CTCT^ X ATCCACAjXAJGCTTCAACACACAAACAGAC TUAATGGGAGCAATAC TCACTCTOfiGTGGTCAGG 
FVHPEtL0HT»RLIlGS»TOC0VVR 

TCCC AU 1 1 U^U-AGCTCGCAA* CrJVJCTCXXA. IT t t 11 1 fU GACTATTGAG U. IU»1 1LACAATGAATT7 
C HLGOLAKGTEV3V.GLLR LVHHE F 

TTCCCAACAGCCAAGTTCAAGTCCCTGACGGra^^ 

rRRAKrKSLTVVSTFE ICTEEGSV 
CTACAGCTGACIGAACCCTCCCCTTGGAGTCACJUXCTC^ 

L0LTEA5RUSESLieVVOTRPlLI 

TCCCTCTGSATCCTCATAGGCAimnCCrGGGA UU.) HjC TCCH X I lU.IHt.CTT MU I' C TGCCTGTGG 
3 L W 1 LI GSVLGG LLLLALLV FCLW 

CCCATAACVUkAATKCTCAGGAA G AAAAAAGAGAACAGAAGTrGGAG 
AHKK1 PEEEKREBKLEO 
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1800 
571 



TAC^MTAAGGCTCT Ai^AAGTCCTCCCTCGC A GC TTTCT TCAAGACACTTGCATAAAACCAGAGtnTrGGGG 3600 

CCTCAWTCajVCAAGAAGCCGCCTCTTWkCT 3 67 2 

AGCGATGCTCfTGGCTAGAGATCAGCCrTTACCTC AGAC AAGAAGAGCTGGCACC AAAACT AGCCATGCTCC 374 4 

CACCCTCTCCTTCCC 11.1. 1 LL 1 L GTGATCL TU* 1 1 CCATACCC AACACTGGGC C 1 1 1 1 0 1 1 1C GG UU.UI 3816 

T ATCCCCACGAAT CAATAATTTTTTTGC C TAGGAAAAAAAAAAGC GGCCGC GAATTC GAT ATCAAGC T 38 8 4 
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TGN TMMMKCMCACGAKMGWSAKCM CCGAKGGTKGKGVAAVGTGACARAGCTNCMHAAAARANGAAGTATGACCWGTGGGC BO 

7 7 7 7R777P7V77TD7A7 7 K 7 K Y D 7 W A 
7 7 7H7777R7777VT7L7K7 7 S M T 7 G 
V?-? 7 T 7 7777G777 QS77KTEV. P V G 

C RAGATAGMKAMDAAG CN CM5 AG KT RAHCGACGAT GGN CCMCCCAAVOGAB WGGN AAH T S CGGCNWD CA RMGT CCAAAT K 160 

7 T 7 7K7777GRW77Q77G77G7Q7PW 
PR. 7 7 S 7777DDGPA7R? 7 7 7 A 7 7VQ7 
7 D 7 7 7A7? - RTM77P777 77 R777SK7 

SAKKTCSCAGGAACCMAO^AMTCGCTCGCARCCCTITACXX^TCAGGKACGA 2 4 D 

7 7 7 R N 7 R7GS QP7GI R 7 D 7 S P 7 7 S 7 ? 
7 7 7GT7G7AR7P G S G T M 7 7 R 7 T 7 7 D 7 

7SQEPT7WLA77RDQ7R7L7 7 7 t. 7 7 I 

A T CGKNWGTMGGMAGGCGCKGGAAT t rwaaagtak tggtmg amajca t gwgvmggawatgat R RGTMGA CTVTMVMGGVAK 3 2 o 



V 



R R N 

GOT 



VT AK S GGT A CAGG CGAAJCA C A RG RAK GTGTC TGAGGAAD T CAGN AGGACAAMM TTG CCGAAGT CMGGACT T AG KA T RGAT 4 OO 

7 7YR R 7 Q 7 7V . G7Q7D7 7 A E V R T 7 7 

7 7CTOE 777VSEE77RT 7L.PKSGL.77D 
7 7VOA7T??CLR?S?Gw'?CRS 7 D L 7 7 I 

ACG AAN CK T RGATCT T AMADGGGGG N KAGCGAGTGCE T AAACGVA RAT RGGN S WGTCTACT TMAACN CCAAGNGDGGACA 4 BO 

Y E ? 7 I L7GC7RV7KR777 7 LI-7 7Q77T 
T ? 7 ?S 7 7G7SEC7N777 7 V Y 7 N 7 K 7 G H 
R ? 7DL77G7ASA- T77G7ST7TP77D 

TTTACTAGAS GAGGAGAGTAGCCAGATCACDTGAGATGATCTAAKGTGGGGTCCCGT TGCCAGTATATGACAGGACTGGT 5 6 O 



H 



V G 
W G 



R G L. V 
COW 

2 R T G 



I Y 7RRVARS7EMI . 7GVPLPVY 

TCGGCAGACATWGATGCTCTTTGCTGACTCACATATTGTTGCCVTGAGKATGATCAGATACGATCTGWTGTCCCTCATCA 64 O 

RQT7MLFADSHIVA7 ?MI RYDL 
FGRH7GSL>L>TH X L L* P 7 . S D T I 7 

SADIDALC. LTYCG7E7DQI RS' 

TGAATS T G RG CCG TGATGCTAATGAGAT T CGCCTATGA7 GGAACAAGAGACT THTGCTA CAG CAGGCGAAT GAAGGT TTC 720 
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DSPMMEQET7ATAGE 
TAGAGTAGGAGTCTCAGGAGGAGAGAAACTGTGGACCTGGAGGACCAGGGACTCCAGGAGGAAGTWGCCACAACTGGCTT 8 0 O 
S R S L> R RRETVD LEDQGLQE EVATTGl* 



V G 



L W T W 



O L A 
N W L 



GMAGTTTCGGCTCCGATCCTGATACWGGCTCGTCCTT VGAGTTATCCCCCTCTCTTGCTGGATGGCTCAGAAATGCCTGO 8 8 O 

7FRL.RS .Y7LVL7VIPLSCWMAQKCL 
7S FGSOPDTGSS7ELSPSLAGWL.RNAW 
7V3AP I LI7ARP7SYPPLLI-DGSEMPG 

ACCTTTTCATCCC CACTGGACAAACTAGGCXiTCTGGCGTTGTGGCCCTGGGATTGTGGGGCTGTGTGGCCTCATATCCTC 9 60 

D L F I 
T F S S 
P F H 

CAT TCTG T C'TATT CT CACCCTAATCTGTCCCTGGN TACCACT CAAGCCCYGACTGACAMTGTGGTACAAGATAAGGAGGG 1 O 4 O 

HS VYS HPNLSX.7TTQA7TD? VVQDKEG 
IL-£rLTL,ICPW >RLKP?LT7WYKIRR 
PFCLFSP.SVPGYDSSPD. 7CC3TR.GG 

AGCCCAGGTGGGTGAGATGGAAGCTGAGATGGTNCACTGTGTGCCMACCTCATTGTAATTCAACTNCCTTGACTGAAGTT 1 1 2 O 



TGQTRRL.ALWPWOCG 
SP LDKLGVWRCGPG I V G 
PHWTK. ASGVVALGLWG 



V W 
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T T TGG TAGGCGAACCT TAAG T T AT GG AT AUCAAAGTG CTAAT TO TAT T CT TTTTTT CTGAAACCT CATCTAGCAT T T T T C 1 « « O 

FW.GKLKLWIAKC. LYSFFLKPHVAPF 
FGRCSLSYC.QSANCILFF.NLM. HFS 
LVCEA.VMOSKVLIVFFFSETSCS I F 

TTCCCTTCCACCCTCCATACTTTCCCACGCTTCATTTCATCCCCGGCGTCTCTTCGCTCACACCGCTGCAGGCTCTTTGA 1 S 2 0 

FPSTLHTFPGFISCPASLRSHRCRLFE 
S L P P S I LSCASFKARRLFAHTAAGCL 
LPFHPPYF PRLHFMPGVSSLTPLOAV 

GCCTTCTCCCCTGGGTCTGCCTCAGCAGACTGCCTCCAC'ACTTTCCACTTTCTGCGTACACGTTGATATTAGAGTTTCCT 160O 

AS P LGLPQQTAST L S S F CVHVOI RVS 
RLLPWVCLSRLPPHF PVSAYTLIL.EFP 
GFSPGSASADCLHTFQFLRTR.Y. S F L 

TCCCCACTT GG C T CT T G CT CT T T CT C TGACTACC C AGG CTGATGC C A TG T CTGG CCT CT T CCTG T AAAT ACT G T A CAATG 166 0 

FPTWLLLFL. L.PRLMF CLASSCKYCTM 
SPLGSCSFSDYPG-CHVWPLPVNTVQ. 
PHLALALSLTTQADAMSGLFL. I L Y N 

ATT CT A T G T AAAT AACTGG T CCT TG CCCACAGAGCAAGCAAGCC T T CTAGGCTAA C AAAT T AAAG AT C AAG TT TGC T C AC 1760 

T L O K - LVLAHRASKPSRLTN- RSS L L T 
FYVNMWSLPTEQASLLG . QIKDQVCS 
DSM. TTGFCPQSKQAF . ANKLKIKFAH 

TGACTTTTTTATT C AAT T C AAGATGG CGGGGGG TGGGGTGGGCGGGCGGAT TGCCTGTTTT CAC TGTGGTAC CT AGGC AG 1840 

DFFIQFKMAGGGVGGRIACFHCGT . A 
L T FJLFNS RW RGVGWGGG LPVFTVVP RQ 

LFYS 1 Q DGGGWGGGADC L F S LWY L, G R 

GG CTGAAG CT CTG AG CT C C CCT GCT7 TAGGCT TCT GAG TAG CCTACAGT GAG TG T TACT GTGT CCAG CTG CT CGT T G A CA 19 2 0 

G L K L . A P L L - ASE. PTV3VTVS3CS LT 
G SSELPCFRLLSSL.Q. VLLCPAAR - H 

A E A I. S S P A I. G F . VAY3 ECYCVwLI-VD 

TCT GGT CT CT CATGGT CTGG T C AT TG T AAG CCT TAG CT CTCTGA CT GT GGATGGCT TTCCT TGG OG TTAGCAG CT AAC AT 2000 

5CLSWSGHCKP. I. SDCGWLSLALAANM 
LVSHGLVI VSLSSLTVDGF PWR. Q L T 
IWSLMVWS L - A L A L . L W M A F LGVS S . H 

GGT T AC AGG A T T T CACTGAAAAT T T AAAT GT TGGGGGAAAGGTGCGGA CA CACCAT AA TGG T C CCAAT T CAAAACAATC C 2 O 8 0 

VTGFH. KFKCWGKGADTP-WSQFKTI 
WLQDFTEN LNVCGKVRTHHNGPNSKQS 
G Y R I S L K I ML.GERCGHT X MVP I QNMP 

GTGAAACAG CCT C AAG T T AGGGG TGAOATGT T T T C AAC CAAAGTAAT TAT CT TGA C A CCACAAAG CACACCTGT CT AC AG Z 1 60 

RETAS3 . G DVFMQSNYLDTTKHTCLO 
VKQPQVRGEMFSTKVI I LTPQSTPVYR 
US LKLGVRCFQPK . L S . HHKAHLST 

GC AG T G ACT C CCC AAAAG CT AT T AG A CA C A C AAC AAGC ATGA C CAT AA C T C AG T GG A TT GG C AAGG T CACACAGT AGGAC 22 4 O 

AVTPQKLLDTQQA.P - LSGLARSHSRT 
Q L.PKSY. THNKHDHNSVDWQGHTVC 

OSDSPKAI RHTTSMT I TQWIGKVTQ- D 

TGCC CTT C A C A C AGT AGGT AGG AAAA TG CTGCTGT C ACTGCTG T CAGCT G T T ATT TTGC AT AT CCC ATGT TAAG AT T AA T 2 3 2 0 

ALHTVGRKML.LS L L S A V I L, H I PC D 
L I' F T Q . VGKCCCHCCQLLFCTSHVKI N 
C P S H S R . ENAAVTAVS CYFAYPMLRLl 

AAGGCAAAAAA T ATTG TCT CT AAGT C C TACT TTCTGTTC CAAACT GGAGGAAAT TAT TGAATAAATAAACCGTGCATAAA 2 « O 0 

GKKYCL . VL.LSVPNWRKLL.NK: - TVHK 
KAKN I VSKS YFLFQTOGN Y IHKPCIK 
RQKILSLSPTFCSKL.EE I IE. I N R A . 

AG T AGC CT CAGAAAGGG T C AAAAT TTGT GT T TT CTTTGAA T AT T AC CTGAGGCCT C CAGGGGGCAG CAC CAAGGTAGAGA 24 BO 

SSLRKGONLCFL. I LAEAS RGQHQGRE 
VASERVKICVFFEY. LRP PGGSTKVE 
K PQKGSKFVFSLNIS GLQGAAP R - R 

G CTGG AC T AAGG CTGCT CTG TOT TCCTGTCC TGGG CT CCCCACAG CT CCCT T CCACC ACC A CT C C C ATT CCA T CC AACT T 25 60 

LD.GCSVFLSWAPHSS LPPPLFFHPT 
SWTKAALCSCPCLrTAPFHHHSHSI OL 
AGLRLLCVPVLGSPQLPSTTTPI PSNF 

LFLAASGRGQDRRESKENSCfGEGQSMS 
YF. L P V G G G R I GGKVT KTAK E RDRATQ 
IFSCQWEGAG. EGK. RKOPRRGTEQL 

GAG CCT CT CGGACTGGACCGGACAAG CGC CC ^tS jAGT CT CT CT C CAT CCCT CACCTGCT CCTG CCCCT GGCG TWG CTG A 2720 

EPLGLDRTSAHGVSLHFS PAPAPCVAD 
S LSDWTGQAP MES US I PH LLLPLA ? L 
P. ASRTGPDK RPWSLSFSLTCSCPWR7 
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CAGGTGAI 




JTGCTTCT 3 04 O 



AGCTACAGTTTCTGGTCTCATAGCCCTCCCAATTTCCTGGATT AAAAAAAAAAGGCTCACATATAAAATACCTTTTCTGA 3 2 O O 

SYS FWSHSPANFLD K K K A H I . MTFSE 

ATVSGLIALPISWI JCKKRL.TYK I PFL 
E L O F L V S . PCQFPGLJCKKCiSH I K Y L F 

AAATG AG C AC AG T GT GAGT TGAACTTAGAT T T TGGGGGA TGGAGCGT TGCT TCGAT CCAAAGAG CAAGA CAG T AGAGAAG 3 2 8 O 




I LWEUGSGEP. HQ . AQMGPQAWTKV . G N 
FYGNWGQEKG1 S RH RWDPKROLKFE E 
nFM OIGVRR*ESVGTOGTPSVD. SLRK 




ACCCTT AACAGGG AT AG AT GGG AAA CT G TG TG TGGGCAGGCCGG TGG T T C CACCCACTTAAT TAGCGT TGAGGT T GG CAG 

DP . QG.MANCVWAGRWFHPLH . R - GWQ 
TLW RDRWQTVCGOAGGSTHLI SVEVGR 
PLTGIDGKLCVGR.PVVPPT. L A L. R 1- A 

GG CTGGAAGGAGCCAGCACTCT CAACCT T GGAGAAAGTG CAAG TGTGACAAGAAGAAACAGAAAGACGAGACACC GGGG C 
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CCCATGACTTCATTCT 4 640 



TCTAC TACACA CAOAT G C TGATGUOOGAT 1 
r v RQMUMGDSW.AERRASEGSQQGRE 
S *T " R D R C - W Ci I H C E L K E O P O K V H S R E B S 
LI. ETDADGG F M V S - KICGLRR^TAGKR 




S120 

P HGVVS I S L L T RCVF RE A * S m G * T , * S 

3 pWSGLHLS FN . VCVPRGPLKPCnNYF 
TCCTATC-CACCCAGGCCTGTGCCCCTCTTTGGTCTCGTGCCTGCGGCAGCTCTGTCTTCAGTTCTGGAATATGTGCCCGT &2DO 

SCLRQLCLOFWH 

_ _ — e» e c* c: <q T. 

™V V P V 



PIHPGLCFS L V S C X- R Q L C L Q F W H M C P 

L, I* S T O ACAPLWSRA OGS* V F S S 1 £ £ *. 

SYPPRPVP1.FGLVPAAALS S V I* fc. 
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